5 SEQUENCE LISTING 
Sequence 1 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

10 atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 24 0 

aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 3 00 

15 gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 

aacccctgtg agaacgagtg gaagatggag aaactcaaaa agcaggcgcc cgagctcctc 420 

aagggctgtt cactctacag ctagatggct cagcacagag acagtcagtg cctctgcacg 4 80 

caagtcatgc agaaaagcaa gagatctggg aagaactgtc tcccaacatt tgctgcagtc 540 

catggtggat ctcctggagg gcaccctgta cagcatggac ttgatgaagg tgcacgccta 600 

2 0 cgtccacaag gtggcctccc agatgaacac actggaagag agcatcaagg ccaacctgag 660 

ccgggagaat gaggtggtga aggacagcgt gcgccacctc agtgagcagt tgaggcacta 720 

tgagaatcac tctgccatca tgctgggcat caagaaggag ctgtcccgcc tgggcctcca 780 

gctgctgcag aaggatgccg ccgccgcccc tgccacccct gccacgggca ctggtagcaa 840 

ggcccaggac acagctagag gaaaaggcaa ggacatcagc aagtatggca gtgtgcagaa 900 

25 aagctttgca gacagaggcc tcccaaaacc tcccaaggag aagctgcttc aggtggagaa 960 

gctgagaaag gagagcggca agggcagttt cctccagccc acagccaagc cccgcgccct 102 0 

ggcccagcag caggctgtga tccggggctt cacctactac aaggcaggca agcaggaggt 1080 

gaccgaggcg gtggcagaca acaccctcca gggcacttcc tggctggagc aactgccgcc 114 0 

caaggtggag ggcaggtcca actccgcaga gcccaactcc gcagagcagg atgaggctga 1200 

3 0 gcccaggtcc tccgagcgag tggacctggc ttctggcacc cccacttcaa tccctgccac 1260 

caccaccacc gccaccacca ccccaacccc caccaccagt ctcctgccca ccgagccacc 1320 

ttcaggtcca gaagtctcca gccaaggcag agaggcgagc tgtgagggca ccctccgggc 13 80 

tgtggacccc cctgtgaggc accacagcta tgggcgccac gagggagcct ggatgaagga 144 0 

ccctgcagct cgagacgaca ggatctatgt caccaactac tactatggaa acagcctggt 1500 

3 5 ggagttccgc aacctggaaa acttcaagca aggccgctgg agtaacatgt acaagctacc 1560 

ctacaactgg atcggcacag gccacgtggt gtaccagggc gccttctact acaaccgcgc 1620 

cttcaccaag aacatcatca agtacgacct acggcagcgc ttcgtggcct cctgggcgct 1680 

gctgcccgac gtggtatatg aggacaccac accttggaag tggcgcggac actcggacat 1740 

tgactttgcc gtggacgaga gcggcctgtg ggtcatctac cccgccgtgg acgaccgcga 1800 

4 0 tgaggcccag cccgaggtga tcgtcctgag tcgcttggac cccggcgatc tctccgtgca 1860 

ccgggagacc acgtggaaga cacggctgcg gcggaactcc tacgggaact gcttcctggt 1920 

gtgcggcatc ctgtatgccg tggacacgta caaccagcag gaaggccagg tcgcctacgc 198 0 

tttcgacacg cacacgggca ccgacgcacg cccccagctg ccgttcctca acgagcacgc 2040 

ctacaccacc cagatcgact acaaccccaa ggagcgggtg ctgtacgcct gggacaatgg 2100 

4 5 ccaccagctc acctacaccc tccacttcgt ggtctgaggc atgagccact gcgcctggcc 2160 

agcaaatgct ttttgtgcag aatacacttc tttcaggcat tgtcaggtgc tgttttgttt 2220 

aagctctaac tcacccctgg aatacagggg aatgatgaca accagcccag ccaggcctga 2280 

ctcatcatgg tcacatccag cccccacccc cggccaacta accactgcag gctcctcttc 2340 

cagactcacc agggggcctc gaggccccgg catctccctt ggccctgggt gtgggtttta 2400 

50 caagactgtg tctttcatga catcatagcc caaccatgtg agaagaagga gaaggccccc 2460 

ctttcttcat taatctgaaa aaaaggaaag tgagaatagg ctgattttta aaagttaagg 2 52 0 

ggcaagcagc attgcattct gggggaacga tcctggccac agccgccaaa caaacattca 2580 

ctaggcctct tctgttttca tacccttgta agtgggttat gtggtgggta tggtcagttt 2640 

tttctttttt cttttctttt cttttttttg agacagagtt tcgcttttgt tgcccgggct 2700 

55 ggaatgcaat ggcgcgattc agctcactgc aatctccgcc tcccgggttc aagtgattct 2760 
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5 cctgccttag cctcctgaaa agctgggatt acagggccct gccaccaagc ccagctaatt 2820 

gtatttttag tagagacagg atttcaccat gttggccagg ccagtctcaa actcctgacc 2880 

tcaggtgatc cacctgcctc agcctcccag actgttggga ttacaggcat gagccaccac 2 94 0 

gcctggccag tttcttcatt ttacatatgg tcacattggc gcctagaaca gttaggtcgc 3 000 

tcgtcacata ggcagttaag tggagaacca ggtttcaaaa tcaggtaaga aaaccatcat 3 060 

10 cattaactga gcaccagctg tgctaagcct gccacgggcg tatccttgca gcctcacaac 3120 

agtgggaggt ctgtatcctg aatgtcctca ttttacagat gaggacattg aggagaagag 3180 

acttacccag gctcacacag cagctcagcc tgttccaggc gctggtcagt gcgtgttctt 3240 

tgccaccagc ctgtcactcc agtggcagct ccagaaacgg aggctgttgc ttttatccct 3300 

aaactgcatc cacagagaag ccccaagaag gaggttgggg ccagctcata aaaagcctga 3 360 

15 atgccaagcc aaggagtgga tgcctccagt catatttaga acaaagtcaa gtataaattt 3420 

acagagaaaa aattctaaga cagttggatg ttgtcctgtt ggtgaggaag ggaaaggttt 34 80 

ttcttgtagg gaactggaac cagcccacaa ctgcacactt gtgagctgtc atggaaacct 3 540^ 

gatccccaac agcttttgag gttgtttgtt tgtttgtttg tttacctgtc ttgggctttg 3600 

ttgcttttgg caaaaggtac ttcaaacaag ggagggcctg gactgagggg gaccaggtct 3 660 

2 0 tcttgctgac ctcgtctaca aaggcaaagg aaggcaaagg aagctgtctc gggtgtttct 3 72 0 

gaacaacgtg actcatgagg ggctttggct acctcttgcg ttccccctag agatgtccag 3780 

gccttacatt taatcggctt tctctgcggt ggggtagaga atggagctcc cgccttgcgg 3 840 

gcagtgctaa aggtggagct gggggatttt cctgggaatg atttgagggc tcttgaaagc 3 900 

ccatgtgttc caaagcgtct ttaactctgg gatagcattg gaagccgctg tcatgacagg 3 960 

25 acatggcact ggatggctgg cagagagccc tggctgggag ttagggagcc ctgggttgga 4020 

atccagcccc acctctttta tgccacaggt ttggtcaagt tctctcccgc tcagggtagg 4080 

gctgtgaact ccctcttaca gctaagaaca tgcagcttag tgaggacaag acccttctag 4140 

agctttaccc ctaatccccc cccaggagcc ccgaggccgg cattattcct ccccattaca 4200 

ggtgatgagc ctcaaattca gagagcttaa gcaacctgct cagggtcacg tctccaacag 4260 

3 0 gcagtagagt caaggtataa accaggtctg tttttgtacc agagtcccag actaactgtt 4320 

ggtaggaatc ttgtaaccag tcatgttttc ttccttgttt tggccgctgg gaagctcaaa 4380 

gtcaaattcg agaccctttt ttttccaatt gtgctgagtc tcctactaga ctcgcttcat 4440 

tctagctttc tgcttttacc tttaccctaa tctttttatt tttatgctat tgtactttat 4500 

ttttgtaagt tgctgagata tctgttttgc aacaagatgg gctatatcta aataaagaca 4560 

3 5 tgatcaaagg tttgatttaa aagtctggac t 4591 
<212> Type : DNA 
<211> Length : 4591 

SequenceName : CNHG00 05 full-length cDNA 

SequenceDescription : 



40 



Custom Codon 



Sequence Name : CNHG0005 full-length cDNA 
4 5 Sequence 2 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

ggctgttcac tctacagcta gatggctcag cacagagaca gtcagtgcct ctgcacgcaa 60 
5 0 gtcatgcaga aaagcaagag atctgggaag aactgtctcc caacatttg 109 
<212> Type : DNA 
<211> Length : 109 

SequenceName : Exon 3 transcript 

SequenceDescription : 

55 



CEN03 01 



87 



10 



20 



Custom Codon 

Sequence Name : Exon 3 transcript 
Sequence 3 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

ggctgttcac tctacagcta g 21 
<212> Type : DNA 
15 <211> Length : 21 

SequenceName : Coding region of Exon 3 
SequenceDescription : 



Custom Codon 

Sequence Name : Coding region of Exon 3 
Sequence 4 



2 5 <213> OrganismName : Homo sapiens 

<400> PreSequenceString : 

ggcatgagcc actgcgcctg gccagcaaat gctttttgtg cagaatacac ttctttcagg 60 

cattgtcagg tgctgttttg tttaagctct aactcacccc tggaatacag gggaatgatg 120 

acaaccagcc cagccaggcc tgactcatca tggtcacatc cagcccccac ccccggccaa 180 

3 0 ctaaccactg caggctcctc ttccagactc accagggggc ctcgaggccc cggcatctcc 240 

cttggccctg ggtgtgggtt ttacaagact gtgtctttca tgacatcata gcccaaccat 300 

gtgagaagaa ggagaaggcc cccctttctt cattaatctg aaaaaaagga aagtgagaat 3 60 

aggctgattt ttaaaagtta aggggcaagc agcattgcat tctgggggaa cgatcctggc 420 

cacagccgcc aaacaaacat tcactaggcc tcttctgttt tcataccctt gtaagtgggt 480 

3 5 tatgtggtgg gtatggtcag ttttttcttt tttcttttct tttctttttt ttgagacaga 540 

gtttcgcttt tgttgcccgg gctggaatgc aatggcgcga ttcagctcac tgcaatctcc 600 

gcctcccggg ttcaagtgat tctcctgcct tagcctcctg aaaagctggg attacagggc 660 

cctgccacca agcccagcta attgtatttt tagtagagac aggatttcac catgttggcc 720 

aggccagtct caaactcctg acctcaggtg atccacctgc ctcagcctcc cagactgttg 780 

4 0 ggattacagg catgagccac cacgcctggc cagtttcttc attttacata tggtcacatt 840 

ggcgcctaga acagttaggt cgctcgtcac ataggcagtt aagtggagaa ccaggtttca 900 

aaatcaggta agaaaaccat catcattaac tgagcaccag ctgtgctaag cctgccacgg 960 

gcgtatcctt gcagcctcac aacagtggga ggtctgtatc ctgaatgtcc tcattttaca 1020 

gatgaggaca ttgaggagaa gagacttacc caggctcaca cagcagctca gcctgttcca 1080 

4 5 ggcgctggtc agtgcgtgtt ctttgccacc agcctgtcac tccagtggca gctccagaaa 1140 

cggaggctgt tgcttttatc cctaaactgc atccacagag aagccccaag aaggaggttg 1200 

gggccagctc ataaaaagcc tgaatgccaa gccaaggagt ggatgcctcc agtcatattt 1260 

agaacaaagt caagtataaa tttacagaga aaaaattcta agacagttgg atgttgtcct 13 20 

gttggtgagg aagggaaagg tttttcttgt agggaactgg aaccagccca caactgcaca 13 80 

50 cttgtgagct gtcatggaaa cctgatcccc aacagctttt gaggttgttt gtttgtttgt 1440 

ttgtttacct gtcttgggct ttgttgcttt tggcaaaagg tacttcaaac aagggagggc 1500 

ctggactgag ggggaccagg tcttcttgct gacctcgtct acaaaggcaa aggaaggcaa 1560 

aggaagctgt ctcgggtgtt tctgaacaac gtgactcatg aggggctttg gctacctctt 1620 

gcgttccccc tagagatgtc caggccttac atttaatcgg ctttctctgc ggtggggtag 1680 

55 agaatggagc tcccgccttg cgggcagtgc taaaggtgga gctgggggat tttcctggga 174 0 
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45 



atgatttgag 


ggctcttgaa 


agcccatgtg 


ttccaaagcg 


tctttaactc 


tgggatagca 


1800 


ttggaagccg 


ctgtcatgac 


aggacatggc 


actggatggc 


tggcagagag 


ccctggctgg 


1860 


gagttaggga 


gccctgggtt 


ggaatccagc 


cccacctctt 


ttatgccaca 


ggtttggtca 


1920 


agttctctcc 


cgctcagggt 


agggctgtga 


actccctctt 


acagctaaga 


acatgcagct 


1980 


tagtgaggac 


aagacccttc 


tagagcttta 


cccctaatcc 


ccccccagga 


gccccgaggc 


2040 


cggcattatt 


cctccccatt 


acaggtgatg 


agcctcaaat 


tcagagagct 


taagcaacct 


2100 


gctcagggtc 


acgtctccaa 


caggcagtag 


agtcaaggta 


taaaccaggt 


ctgtttttgt 


2160 


accagagtcc 


cagactaact 


gttggtagga 


atcttgtaac 


cagtcatgtt 


ttcttccttg 


2220 


ttttggccgc 


tgggaagctc 


aaagtcaaat 


tcgagaccct 


tttttttcca 


attgtgctga 


2280 


gtctcctact 


agactcgctt 


cattctagct 


ttctgctttt 


acctttaccc 


taatcttttt 


2340 


atttttatgc 


tattgtactt 


tatttttgta 


agttgctgag 


atatctgttt 


tgcaacaaga 


2400 


tgggctatat 


ctaaataaag 


acatgatcaa 


aggtttgatt 


taaaagtctg 


gact 


2454 



15 



<212> Type : DNA 
<211> Length : 2454 
2 0 SequenceName : Exon 10 transcript 

SequenceDescription : 

Custom Codon 

2 5 Sequence Name : Exon 10 transcript 

Sequence 5 



<213> OrganismName : Homo sapiens 
3 0 <400> PreSequenceString : 

ggcatgagcc actgcgcctg gccagcaaat gctttttgtg cagaatacac ttctttcagg 60 

cattgtcagg tgctgttttg tttaagctct aactcacccc tggaatacag gggaatgatg 120 

acaaccagcc cagccaggcc tgactcatca tggtcacatc cagcccccac ccccggccaa 180 

ctaaccactg caggctcctc ttccagactc accagggggc ctcgaggccc cggcatctcc 240 

3 5 cttggccctg ggtgtgggtt ttacaagact gtgtctttca tgacatcata g 291 

<212> Type : DNA 
<211> Length : 291 

SequenceName : Coding region of Exon 10 

4 0 SequenceDescription : 

Custom Codon 



Sequence Name : Coding region of Exon 10 
Sequence 6 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

50 atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 240 

aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 3 00 

55 gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 
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5 SequenceName : Coding region of CNGH0005trans2 

SequenceDescription : 

Custom Codon 

10 Sequence Name : Coding region of CNGH0 005trans2 
Sequence 8 



40 



<213> OrganismName : Homo sapiens 
15 <400> PreSequenceString : 

atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 24 0 

2 0 aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 3 00 

gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 

aacccctgtg agaacgagtg gaagatggag aaactcaaaa agcaggcgcc cgagctcctc 420 

aagctgcagt ccatggtgga tctcctggag ggcaccctgt acagcatgga cttgatgaag 4 80 

gtgcacgcct acgtccacaa ggtggcctcc cagatgaaca cactggaaga gagcatcaag 540 

25 gccaacctga gccgggagaa tgaggtggtg aaggacagcg tgcgccacct cagtgagcag 600 

ttgaggcact atgagaatca ctctgccatc atgctgggca tcaagaagga gctgtcccgc 660 

ctgggcctcc agctgctgca gaaggatgcc gccgccgccc ctgccacccc tgccacgggc 720 

actggtagca aggcccaggg catgagccac tgcgcctggc cagcaaatgc tttttgtgca 780 

gaatacactt ctttcaggca ttgtcaggtg ctgttttgtt taagctctaa ctcacccctg 840 

3 0 gaatacaggg gaatgatgac aaccagccca gccaggcctg actcatcatg gtcacatcca 900 

gcccccaccc ccggccaact aaccactgca ggctcctctt ccagactcac cagggggcct 960 

cgaggccccg gcatctccct tggccctggg tgtgggtttt acaagactgt gtctttcatg 1020 

acatca 1026 
<212> Type : DNA 
3 5 <211> Length : 1026 

SequenceName : Coding region of CNGH00 05trans3 

SequenceDescription : 



Custom Codon 

Sequence Name : Coding region of CNGH0005trans3 
Sequence 9 



45 <213> OrganismName : Homo sapiens 
<400> PreSequenceString .- 

atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

50 gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 240 

aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 3 00 

gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 

aacccctgtg agaacgagtg gaagatggag aaactcaaaa agcaggcgcc cgagctcctc 42 0 

aagggctgtt cactctacag ctagatggct cagcacagag acagtcagtg cctctgcacg 480 

55 caagtcatgc agaaaagcaa gagatctggg aagaactgtc tcccaacatt tg 53 2 
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10 



<212> Type : DNA 
<211> Length : 532 

SequenceName : Transcript of CNGH0005transl 

SequenceDescription : 

Custom Codon 



Sequence Name : Transcript of CNGHO0 05 trans 1 
15 Sequence 10 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

2 0 aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 24 0 

aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 300 

gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 

25 aacccctgtg agaacgagtg gaagatggag aaactcaaaa agcaggcgcc cgagctcctc 420 

aagctgcagt ccatggtgga tctcctggag ggcaccctgt acagcatgga cttgatgaag 480 

gtgcacgcct acgtccacaa ggtggcctcc cagatgaaca cactggaaga gagcatcaag 54 0 

gccaacctga gccgggagaa tgaggtggtg aaggacagcg tgcgccacct cagtgagcag 600 

ttgaggcact atgagaatca ctctgccatc atgctgggca tcaagaagga gctgtcccgc 66 0 

3 0 ctgggcctcc agctgctgca gaaggatgcc gccgccgccc ctgccacccc tgccacgggc 720 

actggtagca aggcccagga cacagctaga ggaaaaggca aggacatcag caagtatggc 780 

agtgtgcaga aaagctttgc agacagaggc ctcccaaaac ctcccaagga gaagctgctt 840 

caggtggaga agctgagaaa ggagagcggc aagggcagtt tcctccagcc cacagccaag 900 

ccccgcgccc tggcccagca gcaggctgtg atccggggct tcacctacta caaggcaggc 960 

3 5 aagcaggagg tgaccgaggc ggtggcagac aacaccctcc agggcacttc ctggctggag 1020 

caactgccgc ccaaggtgga gggcaggtcc aactccgcag agcccaactc cgcagagcag 1080 

gatgaggctg agcccaggtc ctccgagcga gtggacctgg cttctggcac ccccacttca 114 0 

atccctgcca ccaccaccac cgccaccacc accccaaccc ccaccaccag tctcctgccc 1200 

accgagccac cttcaggtcc agaagtctcc agccaaggca gagaggcgag ctgtgagggc 1260 

4 0 accctccggg ctgtggaccc ccctgtgagg caccacagct atgggcgcca cgagggagcc 13 2 0 

tggatgaagg accctgcagc tcgagacgac aggatctatg tcaccaacta ctactatgga 13 80 

aacagcctgg tggagttccg caacctggaa aacttcaagc aaggccgctg gagtaacatg 144 0 

tacaagctac cctacaactg gatcggcaca ggccacgtgg tgtaccaggg cgccttctac 1500 

tacaaccgcg ccttcaccaa gaacatcatc aagtacgacc tacggcagcg cttcgtggcc 1560 

4 5 tcctgggcgc tgctgcccga cgtggtatat gaggacacca caccttggaa gtggcgcgga 1620 

cactcggaca ttgactttgc cgtggacgag agcggcctgt gggtcatcta ccccgccgtg 1680 

gacgaccgcg atgaggccca gcccgaggtg atcgtcctga gtcgcttgga ccccggcgat 1740 

ctctccgtgc accgggagac cacgtggaag acacggctgc ggcggaactc ctacgggaac 1800 

tgcttcctgg tgtgcggcat cctgtatgcc gtggacacgt acaaccagca ggaaggccag 1860 

5 0 gtcgcctacg ctttcgacac gcacacgggc accgacgcac gcccccagct gccgttcctc 1920 

aacgagcacg cctacaccac ccagatcgac tacaacccca aggagcgggt gctgtacgcc 19 80 

tgggacaatg gccaccagct cacctacacc ctccacttcg tggtctga 2028 
<212> Type : DNA 
<211> Length : 2028 
55 SequenceName : Transcript of CNGH000 5trans2 
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SequenceDescription : 
Custom Codon 

Sequence Name : Transcript of CNGH0005trans2 
Sequence 11 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

15 atggcatatg caaaagccct gaggctgcag tggagagagc cattgaaagg gaagggcaat 60 

aaggagcggt tcaagggaga gtatcaactc acatgggcct tgaaggccac gcactgccta 120 

gcagcaactc actggagccc ctcttgcccc ccgcaacagg tgtttgggga cctggaccag 180 

gtgaggatga cctcggaggg ctccgactgc cgttgcaagt gcatcatgcg gcccctgagc 24 0 

aaggacgcgt gtagccgagt gcgcagtggg cgggcacgcg tggaggactt ctacacggtg 3 00 

2 0 gagactgtga gctcgggcac tgactgccgc tgctcctgta ccgcacctcc ctcctctctc 360 

aacccctgtg agaacgagtg gaagatggag aaactcaaaa agcaggcgcc cgagctcctc 42 0 

aagctgcagt ccatggtgga tctcctggag ggcaccctgt acagcatgga cttgatgaag 4 80 

gtgcacgcct acgtccacaa ggtggcctcc cagatgaaca cactggaaga gagcatcaag 540 

gccaacctga gccgggagaa tgaggtggtg aaggacagcg tgcgccacct cagtgagcag 600 

2 5 ttgaggcact atgagaatca ctctgccatc atgctgggca tcaagaagga gctgtcccgc 660 

ctgggcctcc agctgctgca gaaggatgcc gccgccgccc ctgccacccc tgccacgggc 720 

actggtagca aggcccaggg catgagccac tgcgcctggc cagcaaatgc tttttgtgca 780 

gaatacactt ctttcaggca ttgtcaggtg ctgttttgtt taagctctaa ctcacccctg 840 

gaatacaggg gaatgatgac aaccagccca gccaggcctg actcatcatg gtcacatcca 900 

3 0 gcccccaccc ccggccaact aaccactgca ggctcctctt ccagactcac cagggggcct 960 

cgaggccccg gcatctccct tggccctggg tgtgggtttt acaagactgt gtctttcatg 1020 

acatcatagc ccaaccatgt gagaagaagg agaaggcccc cctttcttca ttaatctgaa 1080 

aaaaaggaaa gtgagaatag gctgattttt aaaagttaag gggcaagcag cattgcattc 1140 

tgggggaacg atcctggcca cagccgccaa acaaacattc actaggcctc ttctgttttc 1200 

3 5 atacccttgt aagtgggtta tgtggtgggt atggtcagtt ttttcttttt tcttttcttt 1260 

tctttttttt gagacagagt ttcgcttttg ttgcccgggc tggaatgcaa tggcgcgatt 13 20 

cagctcactg caatctccgc ctcccgggtt caagtgattc tcctgcctta gcctcctgaa 13 80 

aagctgggat tacagggccc tgccaccaag cccagctaat tgtattttta gtagagacag 1440 

gatttcacca tgttggccag gccagtctca aactcctgac ctcaggtgat ccacctgcct 1500 

4 0 cagcctccca gactgttggg attacaggca tgagccacca cgcctggcca gtttcttcat 1560 

tttacatatg gtcacattgg cgcctagaac agttaggtcg ctcgtcacat aggcagttaa 1620 

gtggagaacc aggtttcaaa atcaggtaag aaaaccatca tcattaactg agcaccagct 1680 

gtgctaagcc tgccacgggc gtatccttgc agcctcacaa cagtgggagg tctgtatcct 1740 

gaatgtcctc attttacaga tgaggacatt gaggagaaga gacttaccca ggctcacaca 1800 

4 5 gcagctcagc ctgttccagg cgctggtcag tgcgtgttct ttgccaccag cctgtcactc 1860 

cagtggcagc tccagaaacg gaggctgttg cttttatccc taaactgcat ccacagagaa 192 0 

gccccaagaa ggaggttggg gccagctcat aaaaagcctg aatgccaagc caaggagtgg 1980 

atgcctccag tcatatttag aacaaagtca agtataaatt tacagagaaa aaattctaag 2 04 0 

acagttggat gttgtcctgt tggtgaggaa gggaaaggtt tttcttgtag ggaactggaa 2100 

50 ccagcccaca actgcacact tgtgagctgt catggaaacc tgatccccaa cagcttttga 2160 

ggttgtttgt ttgtttgttt gtttacctgt cttgggcttt gttgcttttg gcaaaaggta 2220 

cttcaaacaa gggagggcct ggactgaggg ggaccaggtc ttcttgctga cctcgtctac 2280 

aaaggcaaag gaaggcaaag gaagctgtct cgggtgtttc tgaacaacgt gactcatgag 2340 

gggctttggc tacctcttgc gttcccccta gagatgtcca ggccttacat ttaatcggct 2400 

55 ttctctgcgg tggggtagag aatggagctc ccgccttgcg ggcagtgcta aaggtggagc 2460 
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tgggggattt 


tcctgggaat 


gatttgaggg 


ctcttgaaag 


cccatgtgtt 


ccaaagcgtc 


2520 


tttaactctg 


ggatagcatt 


ggaagccgct 


gtcatgacag 


gacatggcac 


tggatggctg 


2580 


gcagagagcc 


ctggctggga 


gttagggagc 


cctgggttgg 


aatccagccc 


cacctctttt 


2640 


atgccacagg 


tttggtcaag 


ttctctcccg 


ctcagggtag 


ggctgtgaac 


tccctcttac 


2700 


agctaagaac 


atgcagctta 


gtgaggacaa 


gacccttcta 


gagctttacc 


cctaatcccc 


2760 


ccccaggagc 


cccgaggccg 


gcattattcc 


tccccattac 


aggtgatgag 


cctcaaattc 


2820 


agagagctta 


agcaacctgc 


tcagggtcac 


gtctccaaca 


ggcagtagag 


tcaaggtata 


2880 


aaccaggtct 


gtttttgtac 


cagagtccca 


gactaactgt 


tggtaggaat 


cttgtaacca 


2940 


gtcatgtttt 


cttccttgtt 


ttggccgctg 


ggaagctcaa 


agtcaaattc 


gagacccttt 


3000 


tttttccaat 


tgtgctgagt 


ctcctactag 


actcgcttca 


ttctagcttt 


ctgcttttac 


3060 


ctttacccta 


atctttttat 


ttttatgcta 


ttgtacttta 


tttttgtaag 


ttgctgagat 


3120 


atctgttttg 


caacaagatg 


ggctatatct 


aaataaagac 


atgatcaaag gtttgattta 


3180 


aaagtctgga 


ct 










3192 


<212> Type 


: DNA 













<211> Length : 3192 
2 0 SequenceNatne : Transcript of CNGH0005trans3 

SequenceDescription : 

Custom Codon 



25 Sequence Name : Transcript of CNGH0005trans3 
Sequence 12 



<213> OrganismName : Homo sapiens 
3 0 <400> PreSequenceString : 

GCSLYS 6 

<212> Type : PRT 

<211> Length : 6 

SequenceNatne : Amino acid of Exon 3 
3 5 SequenceDescription : 

Sequence 13 



<213> OrganismName : Homo sapiens 
4 0 <400> PreSequenceString : 

GMSHCAWPAN AFCAEYTSFR HCQVLFCLSS NSPLEYRGMM TTSPARPDSS WSHPAPTPGQ 60 

LTTAGSSSRL TRGPRGPGIS LGPGCGFYKT VSFMTS 96 

<212> Type : PRT V 

<21l> Length : 96 
4 5 SequenceName : Amino Acid Seq of Exon 10 

SequenceDescription : 

Sequence 14 



50 <213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

MAYAKALRLQ WREPLKGKGN KERFKGEYQL TWALKATHCL AATHWSPSCP PQQVFGDLDQ 60 
VRMTSEGSDC RCKCIMRPLS KDACSRVRSG RARVEDFYTV ETVSSGTDCR CSCTAPPSSL 12 0 

NPCENEWKME KLKKQAPELL KGCSLYS 14 7 

55 <212> Type : PRT 
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5 <211> Length : 147 

SequenceName : Amino Acid Seq of CNGH0005transl 
SequenceDescription : 

Sequence 15 

10 

<213> OrganismName : Homo sapiens 

<400> PreSequenceString : 

MAYAKALRLQ WREPLKGKGN KERFKGEYQL 

VRMTSEGSDC RCKCIMRPLS KDACSRVRSG 
15 NPCENEWKME KLKKQAPELL KLQSMVDLLE 

ANLSRENEW KDSVRHLSEQ LRHYENHSAI 

TGS KAQDTAR GKGKDISKYG SVQKSFADRG 

PRALAQQQAV I RG FT YYKAG KQEVTEAVAD 

DEAEPRSSER VDLASGTPTS I PATTTTATT 
2 0 TLRAVD P PVR HHSYGRHEGA WMKDPAARDD 

YKLPYNWIGT GHWYQGAFY YNRAFTKNI I 

HSDIDFAVDE SGLWVIYPAV DDRDEAQPEV 

CFLVCGILYA VDTYNQQEGQ VAYAFDTHTG 

WDNGHQLTYT LHFW 
25 <212> Type : PRT 

<211> Length : 675 

SequenceName : Amino Acid Seq of CNGH0005trans2 
SequenceDescription : 

30 

Sequence 16 



<213> OrganismName : Homo sapiens 
<400> PreSequenceString : 

3 5 MAYAKALRLQ WREPLKGKGN KERFKGEYQL TWAL KATHCL AATHWSPSCP PQQVFGDLDQ 60 

VRMTSEGSDC RCKCIMRPLS KDACSRVRSG RARVEDFYTV ETVSSGTDCR CSCTAPPSSL 12 0 

NPCENEWKME KLKKQAPELL KLQSMVDLLE GTLYSMDLMK VHAYVHKVAS QMNTLEESIK 180 
ANLSRENEW KDSVRHLSEQ LRHYENHSAI MLGIKKELSR LGLQLLQKDA AAAPATPATG 240 
TGSKAQGMSH CAWPANAFCA EYTSFRHCQV LFCLSSNSPL EYRGMMTTSP ARPDSSWSHP 3 00 

4 0 APTPGQLTTA GSSSRLTRGP RGPGISLGPG CGFYKTVSFM TS 342 

<212> Type : PRT 
<211> Length : 342 

SequenceName : Amino Acid Seq of CNGH0005trans3 

SequenceDescription : 

45 



TWALKATHCL AATHWSPSCP 
RARVEDFYTV ETVSSGTDCR 
GTLYSMDLMK VHAYVHKVAS 
MLGIKKELSR LGLQLLQKDA 
LPKPPKEKLL QVEKLRKESG 
NTLQGTSWLE QLPPKVEGRS 
TPTPTTSLLP TEPPSGPEVS 
RIYVTNYYYG NSLVEFRNLE 
KYDLRQRFVA SWALLPDWY 
IVLSRLDPGD LSVHRETTWK 
TDARPQLPFL NEHAYTTQID 



PQQVFGDLDQ 60 

CSCTAPPSSL 12 0 

QMNTLEESIK 180 

AAAPATPATG 24 0 

KGSFLQPTAK 3 00 

NSAEPNSAEQ 36 0 

SQGREASCEG 42 0 

NFKQGRWSNM 480 

EDTTPWKWRG 54 0 

TRLRRNSYGN 600 

YNP KERVLYA 660 
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